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<210> 1 

<211> 6462 

<212> DNA 

<213> Homo sapiens 



<400> 1 

acatgacccg 

gggctcagtt 

ctgcagccgc 

cagctccgtt 

aggccggggc 

tggcccgact 

gcccggcccc 

actcgagtga 

tccgagcacg 

cggccagagt 

cgccccatcc 

gttatcaatg 

gtgaagaaga 

tcctcccttc 

tcctgccact 

tcacgcctgc 

aactccgccg 

agccggactc 

agcacgcccc 

ggagcgcttg 

tataatatat 

gttgcaaatg 

tcttcagaat 

cctcacttgc 

gagcttggaa 

attgaggatg 

atggcaacta 

aacatctaca 

aaatatgatc 

ttatcaaatg 

gatcctcaca 

aaggacagag 



gcggcagtag 
cagcgcacgc 
ctgggcgctc 
gcggaagtgt 
tcggccccct 
cgccgtgcgc 
cgccgcctcc 
aatctgccgt 
gcggcggcag 
tcctggggct 
tcatcctcaa 
ccgggaagag 
aggcaggggc 
ccaatgggga 
attggtcgct 
tgcagcacca 
tcctgccccc 
tgacccgggc 
ccacacgctt 
aaagtgcatt 
ctggtggctg 
ctggggatag 
ttacccccga 
tgggaaatga 
agaagatgct 
aggacttgaa 
ttggagtgac 
ttaaaccatt 
atggatcaga 
aagaagtagc 
ggtacacact 
gatggcggat 



ccgtggcagc 
cggagccgag 
ctggagcgcg 
agcgggggga 
gcagcactag 
ccggcgccca 
tgctcgcacc 
ggccaatttc 
ctgcggaggc 
gtctcaggac 
ggagactcgg 
cacacacaat 
cgtgacctca 
agggctgcag 
gtttgacggg 
catcacggag 
tacctgcctg 
agcctccctg 
ctttaccgag 
caaggaaatg 
cacggccctc 
cagggccata 
gacggagcgc 
gttcacacat 
ctacagggac 
gttccccctt 
caggggactt 
cctgtcttca 
tgatgtgctg 
agaagcaatc 
ggcagctcag 
atctaatgac 



agccgcggcg 
cgcagggggc 
cggtgactcc 
ggcggcggcc 
gctctgggag 
ccgcagcctg 
gctgcagccg 
atgggcggca 
tcggacctgc 
gaggtggagt 
cggctgccct 
gaagaccaag 
accccaaaca 
ctgaaggaga 
cacgcggggt 
cagctgcagg 
ggggaggagc 
cgcggagggg 
aagaagattc 
gacctacaga 
attgtgattt 
atcatcagaa 
cagcgacttc 
ttggagtttc 
tttaatatga 
atatatggag 
ggggaccatg 
gctccagagg 
atcttggcca 
actcagtttc 
gacctggtga 
cgactgggct 



gctccgcgag 
ggggaaggga 
cccggtcggc 
accgcggcac 
ccgcgcgcgg 
catgccccgc 
ggcgccggag 
tcatggctgg 
ccctgcgttt 
gcagcgccga 
gggccactgg 
ccagctgtga 
ggaactcatc 
actcggaatc 
ccggggccgc 
acatcgtgga 
ctgagaacac 
tgggggcccc 
cccatgagtg 
tagaacgaga 
gccttttggg 
atggagaaat 
agtacctggc 
caaggagagt 
caggctgggc 
aaggcaagaa 
acctgaaggt 
taagaatcta 
ctgatggact 
ttcctaactg 
tgcgtgcccg 
caggagacga 



ctcgccgggt 
cctgctgcag 
ccgctccatg 
taagcacgag 
cgcgtcccag 
gctgcgcctt 
taatatgctc 
cagctcaggc 
cccctacggg 
ccacatcgcc 
ctacgcagag 
ggtgctcact 
caagagacgg 
cgagggtgtt 
ggtggtggcg 
catcctgaag 
gcccgccaac 
gggctccccc 
cctggtcatc 
gaggagttca 
gaagctgtat 
tatccccatg 
attcatgcag 
acagagaaag 
atacaaaacc 
ggcccgggta 
gcatgactcc 
cgatctttca 
ctgggacgtt 
tgatccagat 
gggtgtgctg 
catttctgta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 



1 



tatgtcattc 
ggacagaggg 
ctgagttcca 
tatgcttcaa 
gagcaaaaca 
cgaggtggcc 
gggcagccat 
atctacgggt 
agtgcccacc 
cccttctctt 
gatttttttt 
ccacagaaca 
acccaggctg 
gtgccctgca 
accgaatcag 
tcttcagtgg 
tggaatggct 
aatagagcag 
attttggatt 
aggatcagag 
ccctcggggg 
tgctccctgt 
ggttccacat 
ctacctgctg 
tcttaggcag 
gtattgccac 
aaaaggtcac 
gtttgaattt 
gcatttctgg 
agaactcatt 
acgccaccag 
gagttgtctt 
atctctatgg 
ggaaaacctt 
gagtcatgtg 
tttgggatcc 
tgggccctac 
agatgtcaca 
ggaataactc 
tggttttagt 
cttagttaga 
atgaagaaat 
tgatattgct 
atgtcaccca 
cctggaaaag 
agaaatcttg 
tcttgtttaa 
gtgtggctac 
tcagactatc 
cattttgcta 
tggagggtgt 
aaaggtgaaa 
agtggaaatt 
tttaaattct 
cctcttactg 
tggtggtggg 
aggaagggtt 
tgtctttgaa 
taaggccaca 
agcgacccag 
tttcagtaag 



ctttaataca 
gaagaaagct 
agtgatgcag 
gatgaccctt 
caaaggctgc 
attgactatt 
tttcaggtgt 
taaaaagtgc 
ttctaggaag 
tttttcttct 
tttttttttc 
ggcctgggac 
ggttgtcccc 
tgacagaggg 
tgtgttttca 
tcttcctgtg 
ggccccatcc 
tttaagaagt 
catgtttcat 
ttctgtcaag 
gcactttaat 
ctcttctctt 
ctgagtgttc 
cttctctgct 
acttgtacgg 
cattttgaca 
tgacgtgacc 
cttcccagag 
agttgtcggt 
ccagggtgtg 
gtgtttgtgc 
catctgcagc 
agagaagttt 
cgggcatgtg 
taagtaggaa 
ttcctgtgtc 
cttgagcttc 
actaccttct 
tagaaacctc 
tagaaaggca 
agataaagtc 
caaaagtagg 
ctataaattg 
gtcctaaaac 
tcaaaggacg 
cgtatctgac 
taaaaacctt 
tttaatgaaa 
tggtgaaact 
gatgataacc 
gttctgctgt 
atcgggccag 
tcagttattt 
tgaacaactt 
tgttctcagt 
caagaatgag 
ttccatttaa 
attcggattc 
agtggtcact 
cagctccgct 
ttagtgcttc 



tggaaacaag 
gggatgcctc 
tctcttccca 
tggtttccat 
taccaagtgt 
tggggtatat 
aaatggcaga 
tgcattggaa 
cctgaggttt 
ctgtttctat 
gtgtttttga 
tttccaacac 
acctcctcca 
tctttgttgt 
tgaaactgag 
tggctcaagg 
cacttttctg 
tgcttgcatc 
ggcttgtgac 
gagcagcagt 
aaaagaattt 
ctctaaagaa 
gccacaagag 
gggaggaatg 
ccacaaaatt 
actttgagta 
cccccagcat 
gagaggatag 
attgtattcg 
gagacagtgc 
aagtgttggc 
acgtttcttc 
gtggaaaatg 
acagcagtgt 
acctgagcaa 
cccaccgtct 
tccagtttta 
actcaattca 
taaatcgaaa 
tccaggaatt 
aagtttgtgt 
aaacatgatg 
agcttactca 
agtaaccgtg 
cacacttcga 
ttatagccaa 
ttgatttcct 
ggctttcctg 
cctttcctta 
aaagccttat 
ggttatgcat 
gccaagtact 
tccacagtat 
aacctccatg 
attcattcac 
agtcccagga 
caagagcact 
tcctcttgag 
ggttttcctt 
gttttcagag 
tgggacactt 



ctgtcatgaa 
ttggcaggac 
gcccaagcgg 
ttcttcttta 
tgttgtattt 
atgtcatatt 
ggactcttca 
agtagggggt 
atttcaggga 
tcttttatgg 
cattccttga 
cctgctaagg 
gcccacacag 
gtaatgtttg 
tgtttctgtg 
gttctctgtg 
tatcatgggg 
tgttggttca 
tgtccccaag 
tctgctctcc 
gaaatgggtt 
tcatgtccca 
cagcagcagc 
gccaagtaga 
acctagtctt 
attaaaacac 
gctagagagc 
gaacctctcc 
aaaaggcctg 
cgtctggcag 
ctgggaagaa 
ctcctgcagt 
ctttgcttcg 
ggtccactcc 
gtcttccgtg 
ttcatttatt 
ttcaagccac 
ccaattcatt 
tattataaaa 
gttttcctac 
tcaggggatg 
taaacgaagc 
gttttggcct 
tctacataac 
aattctgcag 
atctgcttgc 
agtcaagtct 
ctctaaatct 
gaacaaactc 
tcctgtagcc 
acctatctgc 
cagctgtctt 
tccattttgg 
aggctttgtg 
ttccagggaa 
tccagattta 
agtatgaaaa 
atccccttcc 
ccacaggttt 
tgaatatgtt 
ggagaaagct 



aatggcccag 
ggaactggga 
ggagttcatg 
gtaacaggtc 
cagttccttt 
tattttatct 
gcctgtcaag 
catgcctcaa 
ttgccgtctg 
cagtggtgga 
atctgttttt 
aagttctgtg 
cccaggcagc 
ttcccaagtt 
gaccagtagt 
agagtctgga 
acacatataa 
ccatggctca 
cccactccaa 
ccatcatctt 
gactggccat 
gctcctcaag 
aggcacagtg 
ttataaaact 
cttcctgctg 
tcttctgacc 
taattccagt 
tccagggcag 
gagcccctcc 
gtgaaatact 
tgggacttcg 
agatcttagc 
tggcagagtc 
ctgttctgcc 
gaggaccctg 
tgctttcctg 
cagagtaaga 
tactgctatg 
tcttgagcac 
gcccccttga 
ggaggaagac 
atggcagatc 
tattttttta 
gggttggccc 
aacgtattta 
tcgaatagcc 
ttatggttgt 
ctttgctggg 
agtccgtcca 
agtgtcagca 
tgttcttgag 
aataggatga 
aggatttggg 
aagtcagctg 
gaatgacagc 
gcctcagatc 
cattagggac 
tcacctgcca 
gaggttctca 
aagctttgat 
gtgagagtca 



gggattggga 
agtgccccag 
gccaaaagac 
aactcaacaa 
cataggcctc 
agagtagctg 
ctgccagctt 
aatgtaagta 
ccccccgccc 
gtgaggcagg 
tattcccctt 
tccaagtccc 
atccgggcca 
gcattttcta 
tcctctgttg 
ttttcatttc 
agcagtgttt 
tctggggacc 
acaaagtgta 
tgtgcaaggc 
tctcatgctg 
gtccctctat 
catgccatat 
cacttctgt c 
agctactgag 
caaaaaggaa 
tctcatattt 
taaatcacct 
tgctcaggaa 
gtgggaattc 
gccttgtcag 
taccccagat 
tgatgctgta 
ctggcactca 
agctgccgtc 
ggcctctatc 
atttgggtgt 
gcacgtctca 
ttagtcctgc 
gtggaaagat 
tataaataag 
tgtccagcac 
cccaggcccc 
ctggtgcatc 
tacatggttc 
tcagaggaag 
ctcgaggggt 
ctgggcctct 
tgctctgtgg 
gtcagagagg 
gtgtaaaagg 
agccttaagc 
gtgtttactt 
tgaccaccct 
cacagggaga 
ttccccattc 
aaatctccca 
atcaacttta 
gctttcctta 
gagattctat 
ttgtctacgc 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 



2 



aaagaacaac 
tggccacagc 
agaaaggttg 
gtgacgtggc 
cttgcctctt 
gctctttcga 
ggtgaagttt 
ctgtagtttt 
cccacaagta 
cccccagttt 
gtaaggaatg 
tctgcctgga 
cttttttgta 
aaacttaggt 
taaaataaaa 



gaagctgatc 
acagaatttt 
cagcctgcac 
acatgtttgt 
ctgtgagcac 
atccacagtg 
tgttcatgta 
ctactgtgat 
ttttgtgttt 
tctttgtttt 
gatcatggtc 
aattgtttca 
accccaaaat 
gcaatgtccc 
tattatatat 



ctaaaagtga 
atgtgaggaa 
accatagccc 
acactgggat 
tgtggctttt 
ttatctgtgt 
gcaaccaggt 
gtacttgaag 
gtttcctgag 
ttttctggag 
tgggtttcca 
gaaccatgta 
gaaaactgtt 
ctggaaaaag 
atgtatatac 



tccaatctaa 
ctcagatttt 
acctctctga 
ttttcaaagg 
gtcagatgga 
aaatagcttt 
agacagtgac 
gagaacctgt 
tcctgaggtt 
acccagggag 
aaactaccct 
cctttatgct 
tagtaaaggg 
ctaaagaaat 
gacatattca 



gaaaatggta 
tgaagactta 
gcagactttg 
acgctacgcg 
gtgccggtct 
aatttttctt 
caaataaggc 
gtcctctact 
attattttac 
gcccatggtg 
agtacagtga 
ttgtgattgt 
gatctatttt 
gtatatgttc 
gc 



aaacgagctc 
acaattgcag 
gttttgtgtg 
agcagactga 
gcagaggact 
ctgtgtctta 
tgtaaatgtg 
tttctgatct 
tcctgttttg 
gagatcattt 
atgagagaaa 
gaaacattga 
gtgtgttttg 
aatgacattt 



5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6462 



<210> 2 
<211> 514 
<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Leu 


Thr 


Arg 


Val 


Lys 


Ser 


Ala 


1 








5 








Met 


Ala 


Gly 


Ser 


Ser 


Gly 


Ser 


Glu 








20 










Ser 


Asp 


Leu 


Pro 


Leu 


Arg 


Phe 


Pro 






35 










4 0 


Leu 


Ser 


Gin 


Asp 


Glu 


Val 


Glu 


Cys 




50 










55 




He 


Leu 


He 


Leu 


Lys 


Glu 


Thr 


Arg 


65 










70 






Ala 


Glu 


Val 


He 


Asn 


Ala 


Gly 


Lys 










85 








Ser 


Cys 


Glu 


Val 


Leu 


Thr 


Val 


Lys 








100 










Thr 


Pro 


Asn 


Arg 


Asn 


Ser 


Ser 


Lys 






115 










120 


Glu 


Gly 


Leu 


Gin 


Leu 


Lys 


Glu 


Asn 




130 










135 




His 


Tyr 


Trp 


Ser 


Leu 


Phe 


Asp 


Gly 


145 










150 






Val 


Ala 


Ser 


Arg 


Leu 


Leu 


Gin 


His 










165 








He 


Val 


Asp 


He 


Leu 


Lys 


Asn 


Ser 








180 










Gly 


Glu 


Glu 


Pro 


Glu 


Asn 


Thr 


Pro 






195 










200 


Ala 


Ala 


Ser 


Leu 


Arg 


Gly 


Gly 


Val 




210 










215 




Pro 


Pro 


Thr 


Arg 


Phe 


Phe 


Thr 


Glu 


225 










230 






Val 


He 


Gly 


Ala 


Leu 


Glu 


Ser 


Ala 










245 








Glu 


Arg 


Glu 


Arg 


Ser 


Ser 


Tyr 


Asn 








260 










He 


Val 


He 


Cys 


Leu 


Leu 


Gly 


Lys 






275 










280 



Val 


Ala 


Asn 


Phe 


Met 


Gly 


Gly 


He 




10 










15 




His 


Gly 


Gly 


Gly 


Ser 


Cys 


Gly 


Gly 


25 










30 






Tyr 


Gly 


Arg 


Pro 


Glu 


Phe 


Leu 


Gly 










45 








Ser 


Ala 


Asp 


His 


He 


Ala 


Arg 


Pro 








60 










Arg 


Leu 


Pro 


Trp 


Ala 


Thr 


Gly 


Tyr 






75 










80 


Ser 


Thr 


His 


Asn 


Glu 


Asp 


Gin 


Ala 




90 










95 




Lys 


Lys 


Ala 


Gly 


Ala 


Val 


Thr 


Ser 


105 










110 






Arg 


Arg 


Ser 


Ser 


Leu 


Pro 


Asn 


Gly 










125 








Ser 


Glu 


Ser 


Glu 


Gly 


Val 


Ser 


Cys 








140 










His 


Ala 


Gly 


Ser 


Gly Ala 


Ala 


Val 






155 










160 


His 


He 


Thr 


Glu 


Gin 


Leu 


Gin 


Asp 




170 










175 




Ala 


Val 


Leu 


Pro 


Pro 


Thr 


Cys 


Leu 


185 










190 






Ala 


Asn 


Ser 


Arg 


Thr 


Leu 


Thr 


Arg 










205 








Gly 


Ala 


Pro 


Gly 


Ser 


Pro 


Ser 


Thr 








220 










Lys 


Lys 


He 


Pro 


His 


Glu 


Cys 


Leu 






235 










240 


Phe 


Lys 


Glu 


Met 


Asp 


Leu 


Gin 


He 




250 










255 




He 


Ser 


Gly 


Gly 


Cys 


Thr 


Ala 


Leu 


265 










270 






Leu 


Tyr 


Val 


Ala 


Asn 


Ala 


Gly Asp 



285 



3 



Ser 


Arg 


M.±Ci 


J. J. e 




z y u 






(jXU 


rne 


1 nr 


Pro 


*5 n 








Met: 




Pro 


HIS 


Arg 


Arg 


v ax 


bin 










Phe 


Asn 


Met 


Thr 






355 




Lys 


rile 


Pro 


Leu 




J /u 






Thr 


He 


Gly 


Val 


o o c 

Job 








Asp 


Ser 


Asn 


He 


Arg 


x xe 


Tyr 


Asp 








/ion 
4 z U 


lie 


Leu 


Ala 


Thr 






/l ^ R 
«i J 3 




Ala 


Glu 


Ala 


He 




>t en 






His 


Arg 


Tyr 


Thr 


4 65 








Val 


Leu 


Lys 


Asp 


Gly 


Asp 


Asp 


He 








500 


Leu 


Ser 







He He Arg Asn 
295 

Glu Thr Glu Arg 
310 

Leu Leu Gly Asn 
325 

Arg Lys Glu Leu 

Gly Trp Ala Tyr 
360 

He Tyr Gly Glu 
375 

Thr Arg Gly Leu 
390 

Tyr He Lys Pro 
405 

Leu Ser Lys Tyr 

Asp Gly Leu Trp 
440 

Thr Gin Phe Leu 
455 

Leu Ala Ala Gin 
470 

Arg Gly Trp Arg 
485 

Ser Val Tyr Val 



C 1 \r 

o-Ly 


C 1 n 
blU 


_l ±e 


T "1 ft. 

± ±e 










Gin 


Arg 


Leu 


Gin 






315 




C 1 n 


rne 


i nr 


ilX S 




jjU 






pi 

uiy 


Lys 


Lys 


Mot- 










Lys 


i nr 


Tift 

x xe 


GXU 


uxy 


Lys 


Lys 


Kid 








'son 


Gly 


Asp 


His 


Asp 






395 




rne 


Leu 


Ser 


Ser 




a t n 






Asp 


rr ' _ 

nlS 


GXy 


Ser 


/IOC 

4 25 








Asp 


Val 


Leu 


Ser 


Pro 


Asn 


Cys 


Asp 








4 60 


Asp 


Leu 


Val 


Met 






475 




He 


Ser 


Asn 


Asp 




490 






He 


Pro 


Leu 


He 



505 



Pro Met Ser Ser 

Tyr Leu Ala Phe 
320 

Leu Glu Phe Pro 
335 

Leu Tyr Arg Asp 
350 

Asp Glu Asp Leu 
365 

Arg Val Met Ala 

Leu Lys Val His 
400 

Ala Pro Glu Val 
415 

Asp Asp Val Leu 
430 

Asn Glu Glu Val 
445 

Pro Asp Asp Pro 

Arg Ala Arg Gly 
480 

Arg Leu Gly Ser 
495 

His Gly Asn Lys 
510 



<210> 3 

<211> 1634 

<212> DNA 

<213> Homo sapiens 



<400> 3 

agtgcgcctg 

gggccgcggc 

egggggagge 

tgtgcctctt 

tgatttgtat 

tctgggacca 

cattcccgaa 

aaggaaaagt 

acaatggggc 

ccagcaaaga 

ggaagcgcag 

gtgctgccaa 

aggcactgtg 

taccatccca 

gtcagcgggg 

caggateggt 

agctgtggct 

ttgggatcca 

taaaaacatg 

ctttccatct 

ggccttcctg 

ctaagaactg 



cgcggagctc 
catgggagag 
ggccaccagc 
ccacgccatg 
tegggacaag 
tctgagcacc 
tccagagagg 
gatgatagaa 
tgacgatgtt 
caaagagaag 
ccgggtcacc 
gcggcgccgc 
gtegctgagg 
gtgecatgag 
aaacgtgtgt 
ccagctcaga 
tccccgtggc 
ggctacctag 
acctcactct 
gtttgtcccg 
tcaccccctc 
gatattttgc 



gtggccgcgc 
gccgaggtgg 
ceggeggagg 
ctgggccaca 
ttcagecaga 
atgtacgaca 
aacttcgtcc 
gaggagatga 
ttttcatctt 
aactcctcag 
gacaaagtcc 
acgtagaccc 
gggttggctg 
cccacactgc 
gtcagttgga 
tattgagggc 
tgcttggtga 
aggggcatcg 
tcctcaaagg 
ctgcaagcct 
cgtgccacgc 
ctcattcact 



ctgctcccgc 
gcggcggggg 
agacagtggt 
agcccgtcgg 
acategggeg 
tgeaggeget 
ttccagaaga 
aagaggagat 
cagggagttt 
acttggggtg 
tgaccgcaaa 
tcagccctgg 
ggtctgagtg 
ccgccctcag 
ccatgtggga 
tetgaagect 
catggattag 
ggccagggaa 
agcccctggt 
ctttctgcgc 
actgaaggee 
tgtactgtaa 



cgggggctcc 
cgccgcaggc 
gtggagcccc 
tgtgaaccga 
gcaggtccca 
gcatgagtct 
gatcattcag 
gaaggaagac 
ggggaaagca 
caaagaaggc 
cagcaaccct 
tggeggcaga 
ccacccccag 
gctctcaggt 
ccctgatgga 
agttctgtct 
cgctacgtgg 
aaccteggat 
cttccctgtg 
tgactgtgac 
acccccaccc 
caatgtatat 



ttgctcggcc 
gaeaagggee 
gaggtggagg 
cacttccaca 
tccaaggtca 
gagattcttc 
gaggtccgag 
gtggaccccc 
tcagaaaaat 
gcagacaagc 
tccagtccca 
gaagcgggcg 
gccacagtga 
gaacgtggcc 
cctgaaagac 
tctctggagc 
getgeagcat 
tagcaagcaa 
tgactcagtt 
attggaacgt 
acctgggaaa 
aatttggttg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 



4 



gtatttcact atttaatttt taagaagcct attttactag tgttttatat gaacaaagta 1380 

ctgcagaagt taaacctgtg ttgtattttt tctgagatgt tttgctttaa gagatacttt 1440 

ttgctcagtt tttatatgcc agatacagag aatttgtagc ggttattttt gtatgatcta 1500 

gtaacttgca aacagaccaa atggatgaga ggcggggacc gtgcagctgt cggctgatga 1560 

ggaggcggcc gccccagtgc tgatggagat gccactttcg tgtgactgcg aacattaaag 1620 

cacaaaaaaa atcc 1634 

<210> 4 
<211> 204 

<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Gly Glu Ala Glu Val Gly Gly Gly Gly Ala Ala Gly Asp Lys Gly 

15 10 15 

Pro Gly Glu Ala Ala Thr Ser Pro Ala Glu Glu Thr Val Val Trp Ser 

20 25 30 

Pro Glu Val Glu Val Cys Leu Phe His Ala Met Leu Gly His Lys Pro 

35 40 45 

Val Gly Val Asn Arg His Phe His Met lie Cys lie Arg Asp Lys Phe 

50 55 ~ 60 

Ser Gin Asn lie Gly Arg Gin Val Pro Ser Lys Val lie Trp Asp His 
65 70 75 80 

Leu Ser Thr Met Tyr Asp Met Gin Ala Leu His Glu Ser Glu lie Leu 

85 90 95 

Pro Phe Pro Asn Pro Glu Arg Asn Phe Val Leu Pro Glu Glu lie lie 

100 105 110 

Gin Glu Val Arg Glu Gly Lys Val Met lie Glu Glu Glu Met Lys Glu 

115 120 125 

Glu Met Lys Glu Asp Val Asp Pro His Asn Gly Ala Asp Asp Val Phe 

130 135 140 

Ser Ser Ser Gly Ser Leu Gly Lys Ala Ser Glu Lys Ser Ser Lys Asp 
145 150 155 '* 160 

Lys Glu Lys Asn Ser Ser Asp Leu Gly Cys Lys Glu Gly Ala Asp Lys 

165 170 175 

Arg Lys Arg Ser Arg Val Thr Asp Lys Val Leu Thr Ala Asn Ser Asn 

180 185 190 

Pro Ser Ser Pro Ser Ala Ala Lys Arg Arg Arg Thr 
195 200 



<210> 5 

<211> 1681 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gccgtccaag ggtccattgg ttgccataga gatcgtcgag cgctgggcct gtgatcgctg 60 

aggggcgagc agttgcgacc ctgggctcct ggggacctga gcgttatgtc tttccgcgac 120 

ctccgcaatt tcacagagat gatgagagcc ctgggatacc ctcgacatat ttctatggaa 180 

aatttccgta cacccaattt tggacttgta tctgaagtgc ttctctggct tgtgaaaaga 240 

tatgagcccc agactgacat cccgcctgac gtggatactg aacaggaccg agttttcttc 300 

attaaggcaa ttgcccagtt catggccacc aaggcacata taaaactcaa cactaagaag 360 

ctttatcaag cagatgggta tgcggtaaaa gagctgctga agatcacatc tgtcctttat 420 

aatgctatga agaccaaggg gatggagggc tctgaaatag tagaggaaga tgtcaacaag 480 

ttcaagtttg atcttggctc aaagattgca gatttgaagg cagccaggca gcttgcgtct 540 

gaaatcacct ccaaaggagc atctctgtat gacttgctcg gcatggaagt agagttgagg 600 

gaaatgagaa cagaagccat tgccagacct ctggaaataa acgagactga aaaagtgatg 660 



5 



agaattgcaa 
gtggcctctg 
agaaatcgga 
gagaagactg 
ctgacttatc 
gaagctaaaa 
ctcaagagtg 
agtgagttgg 
ggaagacctg 
gactcggagg 
gacgagagca 
ctggatgaga 
cctcagactt 
actaagctgg 
gtttgcattc 
caccttattt 
ggacaaaaac 
a 



taaaagagat 
atgaagctaa 
agcgactaga 
aggaagaatt 
tggaacaaca 
acactctctg 
gaagtaacga 
aagaaaggcg 
gcaaacgcat 
agagtgaaat 
tttctctctc 
gtgacaatga 
gtaggtaaat 
ctggactcat 
catgaagctt 
atcttctaaa 
tcaagaagaa 



tttgacacag 
tttagaagcc 
gactctgcag 
acaaaagcag 
gcttgaagac 
cctgatacag 
tgactcggac 
gctgcccaag 
tgtgggcacg 
tgacatggaa 
accaaccaag 
cttctgaccc 
gggaacttag 
gatcactgaa 
aaataagaat 
acttgaggaa 
ataagagctg 



gttcagaaga 
aaaatcgaaa 
agtgtcaggc 
tatgacactt 
catcatagga 
aacaagctca 
atagacatcc 
ccacagacag 
atgcaaggtg 
gatgatgatg 
cccaatcgaa 
ttttgccaag 
aaggttagga 
gcaatactta 
tgaagcaaat 
tgcatgtgtt 
acgccacaca 



ctaaagacct 
agagaaaatt 
catgttttat 
atctggagaa 
tggagcaaga 
aggaggaaga 
aggaggacga 
ccatggagat 
gagactccga 
acgaggatga 
gggtccggaa 
ggaccctggc 
aggtaacccc 
tttctgcttt 
ccctaagatt 
cttagtgatt 
aaaaaaaaaa 



gctcaataat 
agaactggaa 
ggatgagtat 
atttcaaaat 
aaggtttgag 
gaagcgcctg 
tgaatccgac 
gctcatgcaa 
tgacaatgag 
cgatttggaa 
atctgaaccc 
agattaaaac 
tgttttgttt 
agcctcctat 
tatttttttc 
cacatccacg 
aaaaaaaaaa 



720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1681 



<210> 6 
<211> 413 
<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Ser 


Phe 


Arg 


Asp 


Leu 


Arg 


Asn 


Phe 


Thr 


Glu 


Met 


Met 


Arg 


Ala 


Leu 


1 








5 










10 










15 




Gly 


Tyr 


Pro 


Arg 


His 


lie 


Ser 


Met 


Glu 


Asn 


Phe 


Arg 


Thr 


Pro 


Asn 


Phe 








20 










ZD 
















Gly 


Leu 


Val 


Ser 


Glu 


Val 


Leu 


Leu 


Trp 


Leu 


Val 


Lys 


Arg 


Tyr 


Glu 


Pro 






35 










40 










45 








Gin 


Thr 


Asp 


He 


Pro 


Pro 


Asp 


Val 


Asp 


Thr 


Glu 


Gin 


Asp 


Arg 


Val 


Phe 




50 










55 










60 










Phe 


He 


Lys 


Ala 


He 


Ala 


Gin 


Phe 


Met 


Ala 


Thr 


Lys 


Ala 


His 


He 


Lys 


65 










70 










75 










80 


Leu 


Asn 


Thr 


Lys 


Lys 


Leu 


Tyr 


Gin 


Ala 


Asp 


Gly 


Tyr 


Ala 


Val 


Lys 


Glu 










85 










90 










95 




Leu 


Leu 


Lys 


He 


Thr 


Ser 


Val 


Leu 


Tyr 


Asn 


Ala 


Met 


Lys 


Thr 


Lys 


Gly 








100 










105 










110 






Met 


Glu 


Gly 


Ser 


Glu 


He 


Val 


Glu 


Glu 


Asp 


Val 


Asn 


Lys 


Phe 


Lys 


Phe 






115 










120 










125 








Asp 


Leu 


Gly 


Ser 


Lys 


He 


Ala 


Asp 


Leu 


Lys 


Ala 


Ala 


Arg 


Gin 


Leu 


Ala 




130 










135 










140 










Ser 


Glu 


He 


Thr 


Ser 


Lys 


Gly 


Ala 


Ser 


Leu 


Tyr 


Asp 


Leu 


Leu 


Gly 


Met 


145 










150 










155 










160 


Glu 


Val 


Glu 


Leu 


Arg 


Glu 


Met 


Arg 


Thr 


Glu 


Ala 


He 


Ala 


Arg 


Pro 


Leu 










165 










170 










175 




Glu 


He 


Asn 


Glu 


Thr 


Glu 


Lys 


Val 


Met 


Arg 


He 


Ala 


He 


Lys 


Glu 


He 








180 










185 










190 






Leu 


Thr 


Gin 


Val 


Gin 


Lys 


Thr 


Lys 


Asp 


Leu 


Leu 


Asn 


Asn 


Val 


Ala 


Ser 






195 










200 










205 








Asp 


Glu 


Ala 


Asn 


Leu 


Glu 


Ala 


Lys 


He 


Glu 


Lys 


Arg 


Lys 


Leu 


Glu 


Leu 




210 










215 










220 










Glu 


Arg 


Asn 


Arg 


Lys 


Arg 


Leu 


Glu 


Thr 


Leu 


Gin 


Ser 


Val 


Arg 


Pro 


Cys 


225 










230 










235 










240 


Phe 


Met 


Asp 


Glu 


Tyr 


Glu 


Lys 


Thr 


Glu 


Glu 


Glu 


Leu 


Gin 


Lys 


Gin 


Tyr 










245 










250 










255 




Asp 


Thr 


Tyr 


Leu 


Glu 


Lys 


Phe 


Gin 


Asn 


Leu 


Thr 


Tyr 


Leu 


Glu 


Gin 


Gin 








260 










265 










270 






Leu 


Glu 


Asp 


His 


His 


Arg 


Met 


Glu 


Gin 


Glu 


Arg 


Phe 


Glu 


Glu 


Ala 


Lys 



275 280 285 



6 



Asn 


Thr 
290 


Leu 


Cys 


Leu 


He 


Gin 
Z o 


Asn 


Lys 


Leu 


Lys 


Glu 
-*nn 


Glu 


Glu 


Lys 


Arg 


Leu 


Leu 


Lys 


Ser 


Gly 


Ser 


Asn 


Asp 


Asp 


Ser 


Asp 


He 


Asp 


He 


Gin 


Glu 


305 
































Asp Asp 


Glu 


Ser 


Asp 


Ser 


Glu 


Leu 


Glu 


Glu 


Arg 


Arg 


Leu 


Pro 


Lys 


Pro 






























"3 *3 G. 
JJJ 




Gin 


Thr 


M.-L a 




VJ-L Li 




Leu 




bill 

J T J 




Arg 


Pro 


C 1 \7 

vjxy 


Lys 
^ c; n 

jjU 


Arg 


.L j_e 


Val 


Gly 


Thr 
355 


Met 


Gin 


Gly 


Gly 


Asp 
360 


Ser 


Asp 


Asp 


Asn 


Glu 
365 


Asp 


Ser 


Glu 


Glu 


Ser 
370 


Glu 


He 


Asp 


Met 


Glu 
375 


Asp 


Asp 


Asp 


Asp 


Glu 
380 


Asp 


Asp 


Asp 


Leu 


Glu 


Asp 


Glu 


Ser 


He 


Ser 


Leu 


Ser 


Pro 


Thr 


Lys 


Pro 


Asn 


Arg 


Arg 


Val 


385 










390 










395 










400 


Arg 


Lys 


Ser 


Glu 


Pro 


Leu 


Asp 


Glu 


Ser 


Asp 


Asn 


Asp 


Phe 









405 410 



<210> 7 

<211> 733 

<212> DNA 

<213> Homo sapiens 



<400> 7 

gtgaaactca 

aggggattct 

ctgagtgact 

ctactggcct 

taagccttcc 

gactatcacc 

agaaggtttc 

tgtctacctg 

tgctccaagc 

ctagcctgca 

ggtgtctggg 

tgatggttag 

gcaggcgtca 



cccagcttta 
accatcagaa 
gtaaattgca 
gaggcttcca 
aagggaagaa 
aaagagagag 
ccagtgggct 
actgtggaaa 
gaggcctcct 
gccctccctt 
ctcagccagg 
gaaatccccc 
aac 



gtaaccaact 
aagaggccaa 
gaaccaactt 
ccactaaacg 
ggtgggctgc 
actactgcgc 
tgaagcttgc 
ataagtcgct 
gcttcaggaa 
gcagggagcc 
tggaaggaac 
aagtcatgtc 



cgattgcata 
acttctatca 
gagaagcttg 
caaagctgta 
aagagcacca 
ggaagaccag 
tgtgcttggt 
gtttggttaa 
agaaccaaaa 
ttcccttgca 
ctgcctaacc 
aactctcatt 



gactttagat 
tcatggtgga 
gattttcacc 
gatacctatt 
agcaccagaa 
actatcgaga 
attttcatca 
gtaatttagg 
cactaccctg 
ctgtgctgct 
aggcacctgt 
aaaggtgctt 



aaccatgtga 
tgtgaagtgt 
tggcccaata 
gcttggatta 
tcacatatgg 
gctggagaga 
ttgtggtgtt 
agcaaagcaa 
aagggccagc 
ctcacagatc 
gttaagagca 
ccatatttga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

733 



<210> 8 
<211> 29 
<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Val Asp Val Lys Cys Leu Ser 

1 5 
Glu Lys Leu Gly Phe Ser Pro Gly 
20 



Asp Cys Lys Leu Gin Asn Gin Leu 

10 15 
Pro He Leu Leu Ala 
25 



<210> 9 

<211> 656 

<212> DNA 

<213> Homo sapiens 



<400> 9 
gtgaaactca 

aggggattct 

ctgagtgact 
ctacgtgggc 
gagactactg 



cccagcttta gtaaccaact cgattgcata gactttagat aaccatgtga 60 
accatcagaa aagaggccaa acttctatca tcatggtgga tgtgaagtgt 120 
gtaaattgca gaaccaactt gagaagcttg gattttcacc tggcccaata 180 
tgcaagagca ccaagcacca gaatcacata tgggactatc accaaagaga 240 
cgcggaagac cagactatcg agagctggag agaagaaggt ttcccagtgg 300 



7 



gcttgaagct 
aaaataagtc 
cctgcttcag 
cttgcaggga 
aggtggaagg 
cccaagtcat 



tgctgtgctt 
gctgtttggt 
gaaagaacca 
gccttccctt 
aacctgccta 
gtcaactctc 



ggtattttca 
taagtaattt 
aaacactacc 
gcactgtgct 
accaggcacc 
attaaaggtg 



tcattgtggt 
aggagcaaag 
ctgaagggcc 
gctctcacag 
tgtgttaaga 
cttccatatt 



gtttgtctac 
caatgctcca 
agcctagcct 
atcggtgtct 
gcatgatggt 
tgagcaggcg 



ctgactgtgg 360 
agcgaggcct 420 
gcagccctcc 480 
gggctcagcc 540 
taggaaatcc 600 
tcaaac 656 



<210> 10 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Val Asp Val Lys Cys Leu Ser Asp Cys Lys Leu Gin Asn Gin Leu 

1 5 10 15 

Glu Lys Leu Gly Phe Ser Pro Gly Pro lie Leu Arg Gly Leu Gin Glu 

20 25 30 

His Gin Ala Pro Glu Ser His Met Gly Leu Ser Pro Lys Arg Glu Thr 

35 40 45 

Thr Ala Arg Lys Thr Arg Leu Ser Arg Ala Gly Glu Lys Lys Val Ser 

50 ' 55 ' 60 

Gin Trp Ala 
65 



<210> 11 

<211> 3707 

<212> DNA 

<213> Homo sapiens 



<400> 11 

cgcgggcggg 

cttcctggcg 

cctcaggaaa 

gcgcagttcc 

ggcacagccc 

agaaaaaatt 

aacagtttag 

tacttgcaaa 

agcgaacaaa 

gtattgcttc 

ttcacatgcc 

ctgatgatga 

acaaacgatc 

ctttagatcc 

ctccttgtgg 

agatggtcac 

ccaaggaatg 

gtgaaaatcc 

gtgtctgtgg 

aagtatgtgg 

gtgcttgtgg 

tttctttgcc 

aatgcggaat 

aagaagtgga 

cttatctgtg 

gaaagtgttg 

gtagaaacca 

ctgtagatgt 

gtaccacaag 

caagtcaaga 



ggcttctggg 
ccaggtggcc 
tggagtccat 
ttctggcacc 
cgcaggatcc 
tgaagaaatc 
ctcttcatct 
tacgtttata 
acaatatgta 
ggtgaagaga 
ctgtatccag 
ttttggaaag 
tgaaacacct 
gtggcttgtg 
ccataaatgt 
aactacttgt 
gtcttgtcag 
ttgtcatgca 
caaaaaagta 
aaaaacactg 
agaatgtcct 
ttgtacagaa 
ccatagatgt 
aaagcattgt 
tgaaactaag 
ccctggaaac 
taagtgtcca 
gaagtgtaat 
accacccaag 
aaaacatcgc 



agttgtagtc 
ggtggccgag 
ctccgcggcg 
agtcccggag 
caagccctgc 
aagaaagcta 
gaagaaggag 
acatacacta 
aatgaagctt 
aaccaagcag 
aagtgggcta 
aaagattgtc 
agtaggtact 
cctcattcat 
ttactcctct 
tactgtaaga 
ctgccatgtg 
ggaagctgtc 
gctgaaagaa 
ccatgtggta 
cgatctggga 
gatgtaccaa 
tcacagcgtt 
cgctgtggaa 
tgtgttaaga 
tgtccacctt 
tctgtctgtc 
tgtggcaata 
tgcaaggagc 
tgtcactttg 



tgttgggggc 
gccgatcccg 
ccggaggagg 
gagtcgcgac 
agactaccgc 
accaagctgc 
atgaagattt 
ctcagacaga 
ttcaagcagg 
tttggagctg 
aagacagcca 
cctggccttg 
attgctattg 
gtggccaagt 
gtcatccagg 
aagcaaaacc 
gacagaagtt 
agccttgtcc 
gttgtgcaag 
atcacacatg 
aaaggttctg 
cttgtggaga 
gtcaccgagg 
agcatacaaa 
tgcgtgactg 
gtgatcaaaa 
acagaggcag 
caaaggtgac 
aatgcagtcg 
gttcttgtcc 



gtgcgcagtc 
gggacgggcc 
gcgagagaag 
cacggcggct 
agccagcgag 
agccagaaaa 
tgaaggaaaa 
tggagataca 
ggctatgaca 
ttcgggatgt 
gtttcttgta 
tccaaaatgt 
tggaaaagta 
atgtgagcgt 
tccctgccct 
tatccctcgt 
gctttgtggg 
aagagttagt 
tccactatgg 
tgagcaagtt 
tccatgtcag 
cagttgtgac 
tccctgtgaa 
acgaatgcct 
tcagaagcat 
ctgtggacgg 
ttgctatccc 
agtgccctgt 
accaccaact 
accatgtcat 



gggatggaag 
actgccgccc 
gggtcggtgg 
gcagggagca 
ctaatgtctc 
cttgttgaag 
cagggaaaaa 
cgtgaattag 
tgcctaattt 
ttctgtatat 
tcttctgtga 
aggtttgaat 
gaagatccac 
gaatttaaac 
ccttgtccaa 
aggtgcagtg 
caacataagt 
agacaaaagt 
cactgtgatc 
tgccatgttg 
aaatcaaagt 
aaagtacttg 
acatgtagac 
tgtcataaac 
caatgtagaa 
actttaggat 
tgcccagaaa 
ggccgagaac 
tgtcatcata 
caaccttgcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 
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aaaaagtttt 
taaagcagac 
ttattcagac 
ggaaacatga 
tttgtggaag 
ccaaaactga 
aagggtgctc 
ctggagaatg 
gcctgtatgt 
gttgttgcaa 
gtcatcctgg 
aaagaataaa 
gtgacacaac 
aagctgctct 
gactgaaggg 
tatggcaaaa 
cctggtacat 
ttggttttag 
atatatttac 
tttatcttaa 
tgaaactaaa 
ggcttccttg 
tcagatgaga 
atgatagagt 
aacagacctc 
agtgaggaat 
tcaacaaatg 
ctgaagttgg 
gtatttatga 
tttctcctta 
aaatagagaa 
gctatttaat 



ggagaaatgt 
tggcaggcac 
tgcattaccg 
ggtgagtcca 
aatcttggat 
tggctgcact 
caagtcacgg 
tccaccttgt 
ggaatgtaga 
aaatcagtgc 
tgaatgtccc 
aaaggaattg 
gtgcaaggaa 
tgaagaagaa 
tcgtcggaag 
acataaacat 
cacccatgat 
ataagttgtt 
attcatctct 
ttagtatact 
atatttcata 
tacttagttt 
ctgagccata 
acttttcttg 
ttaaattgtg 
ttttatcaat 
ccaggctaga 
catgtttcgt 
agaatatgtg 
ccacaatctt 
atatcagtaa 
ttatatgatt 



ggtcacttgt 
cagcctacag 
tgtcctccat 
ctaccatgcc 
tgtcagaatc 
ggaaaaaaca 
ccactaggtt 
gttcagatgc 
aaaataacca 
cctaaagagc 
tttaactgca 
cagtgcaaca 
atgaagcgga 
aaacgaagac 
aagaacagga 
tatctcattt 
gtcaattaaa 
aaatttgaaa 
gtattctctc 
agaaagggca 
aggcttagct 
tttcatttaa 
tctgcagtaa 
ttaccgttaa 
acatgaaggt 
aaatgtcatg 
ttcctcacat 
aaaacttgcg 
ctgacaacag 
aaatagattt 
gtcaaatctg 
aatgttttca 



gtcctgctcc 
gcccttggga 
gtcaagttcc 
atgctgtagg 
acacatgtat 
aggctggccc 
gtcttcaccc 
ttagaataaa 
cagctgatgt 
ttccttgtgg 
accagaaggt 
aagtacgtga 
aagcatctga 
aacaggctga 
aaagagatga 
cagtgtgtgg 
aaaagttttg 
tattagaaaa 
agctgttgtt 
gtataatact 
agaggcagag 
taattcaaac 
gagaaatatt 
ctttgtgctt 
atgtaattag 
gggcgtgttc 
gtggctattt 
tgtcttttaa 
ggcttatgag 
cagctgaaaa 
tttgaattat 
ttaaaatttt 



gtgtcatgat 
acagccttct 
tattcctatg 
accctactct 
gaaagaatgc 
agaatgcctt 
atgtattttg 
atgtcactgt 
aaatgaaaag 
tcatagatgc 
aaaacttaga 
aaatcaggtt 
gataaaagaa 
actagaagct 
agtggcagtt 
agttgtggtt 
atcttttaat 
tgtatattat 
agaaggacag 
gtttaaagtg 
taacgtgttt 
caacactttt 
tcttaatgtt 
tttaaaaaaa 
atttcagaaa 
ttcagaatat 
cttatgtaag 
aaataataaa 
gtctatgtac 
taatcagttc 
aattcctttc 
tgatacc 



caagcgttaa 
gagccagcat 
gaatgtcttg 
tgtaaaagag 
cacaaagtaa 
cattgtgagg 
cgatgtcacc 
aagatcacaa 
aacctcctca 
aaagagatgt 
tgtccttgta 
tcaatagaat 
gcagaagcca 
tttgaaaaca 
gagctatcac 
gtagtgtttg 
gtaactcaga 
agaacatgat 
aatgttaaac 
aaggcatgac 
ttgttcattg 
aaaaaataat 
ttggttactt 
gtgattctct 
ttggtttatt 
atagttattt 
aagcttttaa 
aggaagatga 
cttaatctcg 
ttatgaaaac 
aaatagtttt 



1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3707 



<210> 12 
<211> 911 
<212> PRT 

<213> Homo sapiens 
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Met 


Glu 
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Ser 
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Arg 


Gin 


Val 
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Gly 


Arg 


Ala 


Thr 
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Pro 


Ser 
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Ala 


Gly 


Gly 


Gly 


Arg 


Glu 


Lys 


Gly 
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Ser 


Pro 


Gly 


Gly 


Val 


Ala 


Thr 
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Ser 


Pro 


Ala 


Gly 


Ser 


Gin 


Ala 


Leu 


65 
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Met 


Ser 


Gin 


Lys 


Lys 


Phe 


Glu 


Glu 
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Ala 


Arg 


Lys 


Leu 


Val 


Glu 


Glu 


Gin 
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Asp 


Glu 


Asp 
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Gly 


Lys 


Gin 
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Thr 


Thr 


Gin 


Thr 
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Gin 


Tyr 


Val 


Asn 


Glu 


Ala 
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Leu 


He 


Cys 


He 


Ala 


Ser 


Val 


Lys 
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Ala 


Gly 
10 


Gly 


Arg 


Gly 


Arg 


Ser 
15 


Arg 


Gly 


Asn 


Gly 


Val 
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Leu 


Arg 


Gly 
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Ser 


Val 


Gly 


Ala 


Val 
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Ser 


Gly 


Thr 


Ala 


Ala 


Ala 
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Gly 


Ser 


Arg 
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Gin 


Thr 


Thr 
75 
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Ala 


Ser 


Glu 
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He 
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Gin 
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Ser 
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Glu 


Glu 
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He 


Leu 
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Thr 
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Glu 


Leu 
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Arg 
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Ala 
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Ala 


Met 
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Cys 
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Arg 
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Gin 


Ala 


Val 


Trp 


Ser 
175 


Cys 
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Ser Gly 
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Asp 


Q Q T~ 
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Leu 


Vdl 
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Ser 
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i nr 


Asp 


Asp 
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rne 


P 1 T T 

biy 






1 QC 
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o nn 
z uu 










o n r 
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Lys 


Lys 


Asp 


Cys 
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i rp 
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Cys 


Pro 


Lys 


Cys 


Arg 


rne 


blU 


Tyr 


Lys 
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z 1 b 










o o n 
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Arg 
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blU 


i nr 
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Arg 


Tyr 


Tyr 
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rp 
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biy 


Lys 
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Pin 
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^ jU 
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Z ft U 
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riO 
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Val 
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nib 
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blU 
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D K d 
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Cys 
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Lily 
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Lys 
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Tyr 


Cys 


Lys 
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Pro 


Tic 
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Trp 


Ser 
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Cys 
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Cys 
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o o n 
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Arg 


Val 


Ser 


Arg 
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Lys 
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A A C 
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Arg 


Cys 
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Lys 
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Lys 
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Cys 


pi n 

bin 


Lys 


His 
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Pro 
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Val 


Gly 
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He 
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Gin 
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Arg 
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Arg 


Glu 




810 










815 




Thr 


Thr 


Cys 


Lys 
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Glu 


Glu 
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<210> 13 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 13 

acaacagcct caagatcatc ag 22 

<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 14 

ggtccaccac tgacacgttg 20 

<210> 15 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



11 



<220> 

<223> Artificially synthesized primer for RT-PCT 



<400> 15 

tttcttccta actgtgatcc agat 24 

<210> 16 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 16 

acaacacttg gtagcagcct t 21 

<210> 17 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 17 

ctctaacaga cctcttaaat tgtg 24 

<210> 18 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 18 

catagaccca taagccctgt tg 22 

<210> 19 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 19 

gtgtgcctct tccacgccat 20 

<210> 20 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 20 

cctggtcttt caggtccatc a 21 



12 



<210> 21 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 21 

tgtggtgttt gtctacctga ctg 

<210> 22 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 22 

accatcatgc tcttaacaca ggt 

<210> 23 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 23 

gagtggaagt aacgatgact c 

<210> 24 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 24 

gtcattgtca ctctcatcca g 

<210> 25 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 25 

gaagatcttc ttgccagtg 

<210> 26 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Artificially synthesized primer for RT-PCT 



<400> 26 

gcagcaggct cagctgc 17 

<210> 27 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 27 

cttgttgatg tgggtcacac g 21 

<210> 28 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 28 

tgtggagctt agggaggcag 20 

<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 29 

ctatggctac ttacggagcg 20 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 30 

tccttggcag caccattcac 20 

<210> 31 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 31 

ggcgaattcg taatatgctc actcgagtg 29 
<210> 32 



14 



<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 32 

ccaggatcct gacagcttgt ttcca 25 

<210> 33 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 33 

tctccggccg ctttcatgac agcttg 26 

<210> 34 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 34 

tgcgaattcg ggatggaagc ttcct 25 

<210> 35 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 35 

gataattctt tttttaattg acatc 25 

<210> 36 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 36 

cttgtaccat tgacatcatg ggtgat 26 

<210> 37 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
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<400> 37 

tgtgaattcg ccatgggaga ggc 



23 



<210> 38 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 38 

taactcgagc gtgcggcgcc gctt 24 



<210> 39 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 39 

taaggatccc gtgcggcgcc gctt 24 

<210> 40 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 40 

tctgaattca gaaaagaggc caaacttcta tc 32 



<210> 41 

<211> 33 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 41 

tccgatatca ggtagacaaa caccacaatg atg 33 



<210> 42 

<211> 30 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 42 

gaggaattcc gaccctgggc tcctggggac 30 



<210> 43 
<211> 32 



16 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 



<400> 43 

aagctcgaga agtcattgtc actctcatcc ag 



32 



<210> 44 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 44 

acggaattcc tctccagaat gaagatcttc 30 

<210> 45 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 



<210> 46 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 46 

cggctcgagc gcatggctta gggacgctc 29 

<210> 47 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 



<210> 48 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 



<400> 45 

tctctcgagt caggggccaa accgcagc 



28 



<400> 47 

tggggatccg ctctatgtct ggtagaagtg 



30 
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<400> 48 

ctgaattcgg agcgatgaag atggtcgc 



<210> 49 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 49 

aagctcgagg cagacacgta aggtggcg 

<210> 50 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 50 

gtgagcatat tactcc 

<210> 51 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 51 

cctcattata cgagtg 

<210> 52 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 52 

ggccagggac aatctttc 

<210> 53 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 53 

ctttctaaca gggaccgg 

<210> 54 
<211> 18 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Artificially synthesized S-oligonucleot ide 



<400> 54 

gcccacctcg gcctctcc 



18 



<210> 55 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 55 

cctctccggc tccacccg 18 

<210> 56 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 



<210> 57 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 57 

taccctctcc ggctccac 18 

<210> 58 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 



<210> 59 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 59 



<400> 56 

cacctcggcc tctcccat 



18 



<400> 58 

atccaccatg atgataga 



18 
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agatagtagt accaccta 



18 



<210> 60 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 60 

acacttcaca tccaccat 18 

<210> 61 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 



<210> 62 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 62 

cagacacttc acatccac 18 

<210> 63 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 



<210> 64 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 64 

catgatgata gaagtttg 18 

<210> 65 
<211> 18 
<212> DNA 

<213> Artificial Sequence 



<400> 61 

taccacctac acttcaca 



18 



<400> 63 

cacctacact tcacagac 



18 



20 



<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 65 

gtttgaagat agtagtac 

<210> 66 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 66 

acatccacca tgatgata 

<210> 67 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 67 

atagtagtac cacctaca 

<210> 68 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 68 

cggaggtcgc ggaaag 

<210> 69 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 69 

ctttccgcga cctccg 

<210> 70 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 70 

atcttcattc tggaga 



<210> 71 

<211> 16 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 71 

tctccagaat gaagat 16 

<210> 72 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 



<400> 72 

gaagatcttc attctg 16 

<210> 73 
<211> 16 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 73 

cagaatgaag atcttc 16 

<210> 74 
<211> 16 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized S-oligonucleotide 



<400> 74 

gcggccggct tggagt 16 

<210> 75 
<211> 16 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 75 

actccaagcc ggccgc 16 



<210> 76 

<211> 16 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Artificially synthesized S-oligonucleotide 



<400> 76 

gtagaagtgg tggtaa 16 

<210> 77 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 77 

ttaccaccac ttctac 16 

<210> 78 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 78 

gtgagcgcgg cgcgcc 16 

<210> 79 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 79 

ggcgcgccgc gctcac 16 

<210> 80 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 80 

gcgcggccgc gctcac 16 

<210> 81 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized S-oligonucleotide 
<400> 81 

cactcgcgcc gcgcgg 16 
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<210> 82 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 82 

ggcgaattcg taatatgctc actcgagtga aat 33 

<210> 83 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 83 

gttgaattcc gtgttctcag get 23 

<210> 84 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 84 

geggaattec tgetgeagea ccacat 26 

<210> 85 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 85 

acagcggccg ctttcatgac agcttg 26 

<210> 86 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 86 

acagaattcg ggatggaagc ttc 23 

<210> 87 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Artificially synthesized primer for RT-PCT 



<400> 87 

atactcgaga ggaggtttaa attcacgctc 30 

<210> 88 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 88 

cacgaattca aggtaaaact tagatgtcct 30 

<210> 89 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 89 

gagctcgagt ttatgttttt gccatagtga tag 33 

<210> 90 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 90 

tgtgaattcg ccatgggaga ggc 23 

<210> 91 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 91 

taaggatccc gtgcggcgcc gctt 24 

<210> 92 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 92 

catgaattcc ggccatggcg 20 
<210> 93 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 93 

catctcgagt caggtctggg etc 

<210> 94 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 94 

tggtagccaa gtgcaggtta ta 

<210> 95 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 95 

ccaaagggtt tctgcagttt ca 

<210> 96 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 96 

ggggatcagc gtttgagtaa 

<210> 97 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 97 

taggccccac ctccttctat 

<210> 98 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
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<400> 98 

tgcggatcca gagcagattg tactgagagt 



30 



<210> 99 

<211> 29 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 99 

ctctatctcg agtgaggcgg aaagaacca 29 

<210> 100 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 100 

tttaagcttg aagaccattt ttggaaaaaa aaaaaaaaaa aaaaaac 47 



<210> 101 
<211> 34 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 101 

tttaagcttg aagacatggg aaagagtggt ctca 34 



<210> 102 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 102 

tttaagcttg aagactattt ttacatcagg ttgtttttct 40 

<210> 103 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer for RT-PCT 
<400> 103 

tttaagcttg aagacacggt gtttcgtcct ttccaca 37 



<210> 104 
<211> 51 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si- RN A 

<400> 104 

caccgaagca gcacgacttc ttcttcaaga gagaagaagt cgtgctgctt c 

<210> 105 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 105 

aaaagaagca gcacgacttc ttctctcttg aagaagaagt cgtgctgctt c 

<210> 106 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si- RN A 

<400> 106 

caccagaaag attgtccctg gccttcaaga gaggccaggg acaatctttc 

<210> 107 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 107 

aaaaagaaag attgtccctg gcctctcttg aaggccaggg acaatctttc 

<210> 108 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 108 

caccggagat gaagattttg aagttcaaga gacttcaaaa tcttcatctc 

<210> 109 
<211> 51 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si- RN A 

<400> 109 

aaaaggagat gaagattttg aagtctcttg aacttcaaaa tcttcatctc c 51 

<210> 110 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 110 

caccgaagaa caggaaaaga gatttcaaga gaatctcttt tcctgttctt c 51 

<210> 111 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 111 

aaaagaagaa caggaaaaga gattctcttg aaatctcttt tcctgttctt c 51 

<210> 112 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 112 

caccccagaa ggtaaaactt agattcaaga gatctaagtt ttaccttctg g 51 

<210> 113 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 113 

aaaaccagaa ggtaaaactt agatctcttg aatctaagtt ttaccttctg g 51 

<210> 114 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 114 

caccgtatgt gagcgtgaat ttattcaaga gataaattca cgctcacata c 51 

<210> 115 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 115 

aaaagtatgt gagcgtgaat ttatctcttg aataaattca cgctcacata c 51 

<210> 116 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 116 

tcccccgaca cttccacatg attttcaaga gaaatcatgt ggaagtgtcg g 51 

<210> 117 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 117 

aaaaccgaca cttccacatg atttctcttg aaaatcatgt ggaagtgtcg g 51 

<210> 118 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 118 

tcccgcgact agagactctg cagttcaaga gactgcagag tctctagtcg c 51 

<210> 119 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 119 

ttttgcgact agagactctg cagtctcttg aactgcagag tctctagtcg c 51 



<210> 120 
<211> 51 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 120 

tcccgaccat cataggatgg agcttcaaga gagctccatc ctatgatggt c 51 



<210> 121 
<211> 51 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Artificially synthesized oligonucleotide sequence 
for Si-RNA 

<400> 121 

ttttgaccat cataggatgg agctctcttg aagctccatc ctatgatggt c 51 



<210> 122 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 122 

agaaagattg tccctggcct 20 

<210> 123 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 123 

ggagatgaag attttgaagt 20 

<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
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<400> 124 

gaagaacagg aaaagagatt 



20 



<210> 125 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 125 

ccagaaggta aaacttagat 20 

<210> 126 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 126 

gtatgtgagc gtgaatttat 20 

<210> 127 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 127 

ccgacacttc cacatgattt 20 

<210> 128 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 128 

gcgactagag actctgcagt 20 

<210> 129 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target sequence for siRNA 
<400> 129 

gaccatcata ggatggagct 20 
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